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    31239845|Anopheles_gambiae RFSRTTYPATQPVSTMARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAVAALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   151
46226955|Cryptosporidium_parvu --ESEDNKANKVLLKMARTKQTARKSTG----GKAPRKQLAS------------KGAR--------KSAPVT---GGVKKPRRYRPG-TVALREIRRYQRSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEAAEAYLVG-LFEDTNLCAIHAHRVTIMPKDVQLARRIRGER------------   148
         50960584|Homo_sapiens ------AGKPVFWFAMARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   145
      42550773|Gibberella_zeae ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAASSLTSSSARKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   144
 40746219|Aspergillus_nidulans ----------MARTKQTARKSSLCKSTG----GKAPRKQLAS------------KAA--------RKAAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   141
    529954|Emericella_nidulans ----------MARTKQTARKSS--KSTG----GKAPRKQLAS------------KAA--------RKAAPS---TGGVKKPHRYKPGGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   140
  9759615|Arabidopsis_thaliana ---------------MARTKQTARISTG----GKAPRKQLAP------------KAAR--------QSAPAT---GGVKKPHRFRPG-TVALRDIRKYQKSTEILIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKEIQLARRIRGERARGE--------   139
         47481388|Homo_sapiens -------------LAMARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   138
50255718|Cryptococcus_neoforma ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAA--------RKQAPSQ-VSGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEASEAYLVS-LFEDTNLAAIHAKRVTIQPKDLQLARRLRGERS-----------   138
50259668|Cryptococcus_neoforma ---------------MARTKQTARKSTG----GKAPRKQLAT------------K--------AARKQTTTS-AAGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVS-LFEDTNLAAIHAKRVTIQPKDLQLARRLRGERS-----------   138
         51458889|Homo_sapiens -------------MGMARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   138
 32401039|Griffithsia_japonica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPIT---GGVKKPHRYRPG-TVALREIRKFQKSTDLLIRKLPFQRLVREIAQDFK--SDLRFQSSAVLALQEAAEAYLRGGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   137
         45768640|Homo_sapiens --------------LAGRTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   137
        3016|Neurospora_crassa ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGLLQESVESYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
4966|Schizosaccharomyces_pombe ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKAAPA---TGGVKKPHRYRPP-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAVEAYLVS-LFEDTNLCAIHGKRVTIQPKDMQLARRLRGERS-----------   136
  8070|Drosophila_melanogaster ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRITIMPKDIQLARRIRGERA-----------   136
       21797|Triticum_aestivum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         19609|Medicago_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 2565419|Onobrychis_viciifolia ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        55977041|Pisum_sativum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        70759|Cairina_moschata ---------------MARTKQTACKSTG----RKAPRKQLAT------------KAAH--------KSAPAM---GGVKKPHCYRPG-TVALHEIHRYQKSTELLICKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVSIMPKDIQLTRRIRGERA-----------   136
     224869|Anas_platyrhynchos ---------------MARTKQTACKSTG----RKAPRKQLAT------------KAAH--------KSAPAM---GGVKKPHCYRPG-TVALHEIHRYQKSTELLICKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVSIMPKDIQLTRRIRGERA-----------   136
 122066|Tetrahymena_pyriformis ---------------MARTKQTARKSTG----VKAPRKQLAT------------KAAR--------KSAPVS---GGVKKPHKFRPG-TVALREIRKYQKTTDLLIRKLPFQRLVRDIAMEMK--NDIRFQSQAILALQEAAEAYLVG-LFEDTNLCAIHARRVTIMTKDMQLARRIRGERF-----------   136
           122070|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQTSAVRALQEAAERYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           940018|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQTSAVRALQEAAERYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         122074|Xenopus_laevis ---------------MARTKQTARKSTG----GKAPRKQLVT------------KAAK--------KCAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQRSAVMALQEASEAYLVA-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  159967|Paracentrotus_lividus ---------------MARTKQTARKSTG----GKASRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVASREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      161319|Lytechinus_pictus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELFIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEAREAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  161401|Psammechinus_miliaris ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     122088|Solaster_stimpsoni ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 9991|Pycnopodia_helianthoides ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      10046|Pisaster_ochraceus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     9790|Pisaster_brevispinus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        9615|Lytechinus_pictus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   7468|Dermasterias_imbricata ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  159970|Paracentrotus_lividus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
161481|Strongylocentrotus_droe ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
161792|Tetrahymena_thermophila ---------------MARTKQTARKSTG----VKAPRKQLAT------------KAAR--------KSAPVS---GGVKKPHKFRPG-TVALREIRKYQKTTDLLIRKLPFQRLVRDIAMEMK--SDIRFQSQAILALQEAAEAYLVG-LFEDTNLCAIHARRVTIMTKDLHLARRIRGERF-----------   136
       166308|Acropora_formosa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAA--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        166384|Medicago_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSVVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          211855|Gallus_gallus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAXDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         288990|Xenopus_laevis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GESKKPHRYRPG-TAALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TXLRFQSSAVMALQXASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         288992|Xenopus_laevis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCGIHAKRVTIMPKDIQLARRIRGERA-----------   136
         484441|Styela_plicata ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSSVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
             515005|Mus_pahari ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPTT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLVRRIRGERA-----------   136
516304|Cricetulus_longicaudatu ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVTLREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  556612|Plasmodium_falciparum ---------------MERTKQTERKSTG----GKAPRKQLAS------------KEER--------KSAPVS---TGIKKPHRYRPG-TVALREIRKSQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIILKDIQLARRIRGERS-----------   136
729676|Tetrahymena_thermophila ---------------MARTKQTARKSTG----AKAPRKQLAS------------KAAR--------KSAPAT---GGIKKPHRFRPG-TVALREIRKYQKSTDLLIRKLPFQRLVRDIAHEFK--AELRFQSSAVLALQEAAEAYLVG-LFEDTNLCAIHARRVTIMTKDMQLARRIRGERF-----------   136
     1362108|Nicotiana_tabacum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLPRRIRGERA-----------   136
   2116601|Drosophila_simulans ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSVPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASETYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         2119012|Gallus_gallus ---------------MARTKQTARKFTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          4504299|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KVAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLMREIAQDFK--TDLRFQSSAVMALQEACESYLVG-LFEDTNLCVIHAKRVTIMPKDIQLARRIRGERA-----------   136
6319482|Saccharomyces_cerevisi ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
45190619|Eremothecium_gossypii ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
     21668061|Candida_glabrata ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
 50309473|Kluyveromyces_lactis ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
     2901|Kluyveromyces_lactis ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
11118751|Zygosaccharomyces_bai ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKKDIKLARRLRGERS-----------   136
6686276|Caenorhabditis_elegans ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAS---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRRAPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     6686555|Asellus_aquaticus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKKSYYHAKGLQLARRIRGERA-----------   136
     7415982|Drosophila_erecta ---------------MARTKQTTRKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        7522681|Styela_plicata ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSSVMALQEASERYLVG-LFEDTNLCAIHAKRVTIMPKDIQLGRRIRGERA-----------   136
          9506767|Mus_musculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAMHAKRVTIMPKDIQLARRIRGERA-----------   136
          211859|Gallus_gallus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAMHAKRVTIMPKDIQLARRIRGERA-----------   136
   11121219|Mortierella_alpina ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAA--------RKSAPA---TGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEASEAYLVS-LFEDTNLAAIHAKRVTIQPKDIHLARRLRGERT-----------   136
 13919643|Trichinella_spiralis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPSA---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREVAQDYK--TDLRFQSSAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 15222272|Arabidopsis_thaliana ---------------MARTKQSARKSHG----GKAPTKQLAT------------KAAR--------KSAP-T--TGGVKKPHRFRPG-TVALREIRKYQKSTELLNRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDVQLARRIRAERA-----------   136
 15222297|Arabidopsis_thaliana ---------------MARTKQTARKSHG----GKAPRTLLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDYK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDVQLARRIRGERA-----------   136
15678030|Paracentrotus_lividus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
17556046|Caenorhabditis_elegan ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPTT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA-----------   136
39584084|Caenorhabditis_briggs ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPTT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA-----------   136
17564214|Caenorhabditis_elegan ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAS---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRRAPFQRLVREIAQDFK--TDLRFQSSAVMALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
17565064|Caenorhabditis_elegan ---------------MARTKQTARKSTG----GKAPRKALAT------------KAAR--------KSAIVT---GSVKKVHRFRPG-TVALREIRRYQKSTELLLRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDMQLARRIRGERS-----------   136
17567723|Caenorhabditis_elegan ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPTT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         18202621|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEATLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         18255537|Mus_musculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVRETAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
18265391|Trichinella_pseudospi ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         18698662|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIKLARRIRGERA-----------   136
19113259|Schizosaccharomyces_p ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKAAPA---TGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAVEAYLVS-LFEDTNLCAIHGKRVTIQPKDMQLARRLRGERS-----------   136
      19880141|Eimeria_tenella ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAAR--------KSAPVA---GGIKKPHRYRPG-TVALREIRRYQKSTDLLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
21322637|Penicillium_funiculos ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKAAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
    296337|Emericella_nidulans ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKAAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
48427850|Aspergillus_fumigatus ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKAAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
 21555021|Arabidopsis_thaliana ---------------MARTKQTARKSHG----GKAPTKQLAT------------KAAR--------KSAP-T--TGGVKKPHRFRPG-TVALREIRKYQKSTELLNRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDVQLARRIRAERA-----------   136
     21668068|Candida_glabrata ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLAAIHAKRVTIQKNDIKLARRLRGERS-----------   136
    21702714|Hypocrea_jecorina ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
    32415189|Neurospora_crassa ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
  50313408|Chaetomium_globosum ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERN-----------   136
    22476750|Toxoplasma_gondii ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAAR--------KSAPMS---GGIKKPHRYRPG-TVALREIRKFQKSTDLLIRKLPFQRLVREIAQDFK--TDLRFQSQAILALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
         22901762|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55627898|Pan_troglodytes ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         32880233|Mus_musculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
             516241|Mus_pahari ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           55977056|Bos_taurus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     2119009|Rattus_norvegicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
23612258|Plasmodium_falciparum ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAAR--------KSAPVS---TGIKKPHKYRPG-TVALREIRKFQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    26800901|Oikopleura_dioica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTHLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    26800908|Oikopleura_dioica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAA--------RKSAPA---TGGIKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVRELAQQWK--SDLRFQSSAVMALQEASEAYLVG-LFEDSNLCAIHAKRVTVMPKDMALARRIRGEAK-----------   136
       27370860|Xenopus_laevis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    38047789|Drosophila_yakuba ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27679386|Rattus_norvegicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    31241625|Anopheles_gambiae ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
7296940|Drosophila_melanogaste ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55589448|Pan_troglodytes ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          4504279|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          41053381|Danio_rerio ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          6680161|Mus_musculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   49903578|Xenopus_tropicalis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      51814315|Gekko_japonicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        46048708|Gallus_gallus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           47522626|Sus_scrofa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       48139311|Apis_mellifera ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
54644282|Drosophila_pseudoobsc ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
47224861|Tetraodon_nigroviridi ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    1568|Oryctolagus_cuniculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       963026|Drosophila_hydei ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  55977066|Spisula_solidissima ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    48290305|Oikopleura_dioica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27661370|Rattus_norvegicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KASH--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRILGERA-----------   136
    27671651|Rattus_norvegicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KVAR--------KSAPAT---GGVKKPHRYHPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACESYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         38091641|Mus_musculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KVAR--------KSAPAT---GGVKKPHRYHPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACESYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27718971|Rattus_norvegicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KATR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
28192618|Plasmodium_falciparum ---------------MARTKQTARKSTA----GKAPRKQLAS------------KAAR--------KSAPIS---AGIKKPHRYRPG-TVALREIRRYQKSTDLLIRKLPFQRLVREIAQDYK--TDLRFQSSAVMALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    23479592|Plasmodium_yoelii ---------------MARTKQTARKSTA----GKAPRKQLAS------------KAAR--------KSAPIS---AGIKKPHRYRPG-TVALREIRRYQKSTDLLIRKLPFQRLVREIAQDYK--TDLRFQSSAVMALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    28192620|Toxoplasma_gondii ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAAR--------KSAPMS---GGIKKPHRYRPG-TVALREIRRYQKSTDLLIRKLPFQRLVREIAQDFK--TDLRFQSSAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    31230265|Anopheles_gambiae ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
22947019|Drosophila_melanogast ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         49659925|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         21489953|Mus_musculus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        50729220|Gallus_gallus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       48116281|Apis_mellifera ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  21307835|Aplysia_californica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  10615|Tigriopus_californicus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
           10863|Urechis_caupo ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        62735|Cairina_moschata ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          64781|Xenopus_laevis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     64326|Oncorhynchus_mykiss ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 38564139|Drosophila_americana ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 38564137|Drosophila_lutescens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 38564135|Drosophila_immigrans ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564133|Drosophila_ficusphila ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564131|Drosophila_takahashii ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
14269420|Rhynchosciara_america ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         7439|Drosophila_hydei ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
             516331|Mus_pahari ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
47225208|Tetraodon_nigroviridi ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
2564107|Chaetopterus_variopeda ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       33114100|Mytilus_edulis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
33114098|Mytilus_galloprovinci ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    33114096|Mytilus_trossulus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    9821|Platynereis_dumerilii ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      297563|Chironomus_thummi ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      7415984|Drosophila_orena ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     7415980|Drosophila_yakuba ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  7415978|Drosophila_teissieri ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 7415976|Drosophila_mauritiana ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  7415974|Drosophila_sechellia ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   7415972|Drosophila_simulans ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 32394681|Griffithsia_japonica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAS---GGVKKPHRFRPG-TVALREIRRFQKSTELLVRKLPFQRLVREIAQDFK--SDLRFQSSAVLALQEAAEAYMVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERT-----------   136
 32401023|Griffithsia_japonica ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAS---GGVKKPHRFRPG-TVALREIRKFQKSTELLVRKLPFQRLVREIAQDFK--SDLRFQSSAVLALQEAAEAYMVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERT-----------   136
33114092|Mytilus_californianus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLRAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    33114094|Mytilus_chilensis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLVRRIRGERA-----------   136
         34898300|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     22324934|Orobanche_cernua ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 29824185|Arabidopsis_thaliana ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       7595794|Euphorbia_esula ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 1531754|Asparagus_officinalis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
            20253|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    27529854|Nicotiana_tabacum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
   122085|Petroselinum_crispum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        1314779|Brassica_napus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
          1667592|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
               886738|Zea_mays ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
        225459|Helicoverpa_zea ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         37991915|Oryza_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       30315015|Vitis_vinifera ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
 20453305|Arabidopsis_thaliana ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      510911|Lolium_temulentum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
  4038469|Porteresia_coarctata ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       30024114|Pinus_pinaster ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    2558944|Gossypium_hirsutum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
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        488563|Medicago_sativa ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
1435157|Lycopersicon_esculentu ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      40353325|Capsicum_annuum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
     3273350|Nicotiana_tabacum ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564127|Drosophila_pseudoobsc ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KGAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
38564129|Drosophila_persimilis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKGIQLARRIRGERA-----------   136
39581591|Caenorhabditis_briggs ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAQ---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
39581923|Caenorhabditis_briggs ---------------MARTKQTARKSTA----GKAPRKNLAT------------KSAR--------KAAPVA---GGVKKPHRFRKG-TVALREIRRYQKSTELLVRKLPFQRLVREIAQEFK--TDLRFQSAAIGALQEASESYLVG-LFEDTNLCAIHAKRVTIMPKDMQLARRIRGERT-----------   136
39594220|Caenorhabditis_briggs ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPTT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAVGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
39595174|Caenorhabditis_briggs ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAA---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         45219796|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMLKDIQLARRIRGERA-----------   136
  45384744|Chinchilla_lanigera ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRMRGERA-----------   136
         45768281|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQCLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
46361130|Plasmodium_falciparum ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAAR--------KSAPVS---TGIKKPHRYRPG-TVALREIRKFQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
    23480494|Plasmodium_yoelii ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAAR--------KSAPVS---TGIKKPHRYRPG-TVALREIRKFQKSTDLLIRKLPFQRLVREIAQEYK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERS-----------   136
     46435220|Candida_albicans ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAVEAYLVG-LFEDTNLCAIHAKRVTIQKKDMQLARRLRGERS-----------   136
     46441728|Candida_albicans ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPV---SGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQEAVEAYLVG-LFEDTNLCAIHAKRVTIQKKDMQLARRLRGERS-----------   136
          47085683|Danio_rerio ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALGEIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
47551071|Strongylocentrotus_pu ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVR-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
48427861|Ajellomyces_capsulatu ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKAAPS---TGGVKKPHRYKPG-AVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQSKDIQLARRLRGERS-----------   136
      49072070|Ustilago_maydis ---------------MARTKQTARKSTG----GKAPRKQLAT------------K--------AARKSAP---SAGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESAEAYLVS-LFEDTNLAAIHAKRVTIQPKDIALARRLRGERT-----------   136
      49074852|Ustilago_maydis ---------------MARTKQTARKSTG----GKAPRKQLAT------------K--------AARKSAP---AAGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQEAAEAYLVS-LFEDTNLAAIHAKRVTIQPKDIALARRLRGERS-----------   136
50420965|Debaryomyces_hansenii ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQKKDIQLARRLRGERS-----------   136
50423783|Debaryomyces_hansenii ---------------MARTKQTARKSTG----GKAPRKQLAS------------KAA--------RKSAPV---SGGVKKPHRYKPG-TVALREIRRFQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQEAVEAYLVS-LFEDTNLCAIHAKRVTIQKKDIQLARRLRGERS-----------   136
         51706338|Mus_musculus ---------------MALTKQTARKSTG----GKAPRKQLAT------------KATR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
         51767957|Mus_musculus ---------------MARTKQTARKSTG----DKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHCYRPG-TVALREIRSYQKSSELLIRKLPFQRLVLEIAQDFK--TDLCFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDTQLAGYICRECA-----------   136
         51768250|Mus_musculus ---------------MARTKQTACKSTG----GKAPRKQLAT------------KAAR--------KSAPTT---GGVKKPHLYRPG-TVALHEIRRYQKSTEFLIRKLPFQRLVRDIAQDFK--TDLRFQSAAIGALQEASEAYQVG-LFEDTNLCAIHAKHVTIMPKDIQLASHIHGERA-----------   136
         51859376|Homo_sapiens ---------------MARTKQTALKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    55240188|Anopheles_gambiae ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAVAALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55623240|Pan_troglodytes ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLSAIHAKRVTIMPKDIQLARSIRGEHA-----------   136
      55626040|Pan_troglodytes ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCGIHAKRVTIMPKDIQLARRIRGERA-----------   136
      55626052|Pan_troglodytes ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVRDIAQDFX--TDLRFQSSALMALQEACEAYLVR-LLEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
       55727649|Pongo_pygmaeus ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLAREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   136
    55775689|Camellia_sinensis ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAESYLVG-LFEDTNLCAIHAKRVTIMPKDMQLARRIRGERA-----------   136
          21988|Volvox_carteri ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KTPA----TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
571475|Chlamydomonas_reinhardt ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KTPA----TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
   70747|Psammechinus_miliaris ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
70748|Strongylocentrotus_purpu ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TELRFQSSAVMALQEASEAYLVR-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
              70749|Bos_taurus ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
           70753|Pisum_sativum ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
       82610|Triticum_aestivum ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVSALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
          70755|Xenopus_laevis ----------------ARTKQTARKSTG----GKAPRKQLVT------------KAAK--------KCAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQRSAVMALQEASEAYLVA-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
  84329|Tetrahymena_pyriformis ----------------ARTKQTARKSTG----AKAPRKQLAS------------KAAR--------KSAPAT---GGIKKPHRFRPG-TVALREIRKYQKSTDLLIRKLPFQRLVRDIAHEFK--AELRFQSSAVLALQEAAEAYLVG-LFEDTNLCAIHARRVTIMTKDMQLARRIRGERF-----------   135
122083|Encephalartos_altenstei ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
      224865|Encephalartos_sp. ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
 352175|Tetrahymena_pyriformis ----------------ARTKQTARKSTG----VKAPRKQLAT------------KAAR--------KSAPVS---GGVKKPHKFRPG-TVALREIRKYQKTTDLLIRKLPFQRLVRDIAMEMK--NDIRFQSQAILALQEAAEAYLVG-LFEDTNLCAIHARRVTIMTKDMQLARRIRGERF-----------   135
           386772|Homo_sapiens ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEACEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGEA------------   135
           484530|Mus_musculus ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAVHAKRVTIMPKDIQLACRIRGERA-----------   135
           484531|Mus_musculus ----------------ARTKQTAHKSTG----GKAPRKKLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLACRIRRERA-----------   135
576633|Chlamydomonas_reinhardt ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KTPA----TGGVKKPHRYRPG-TVALREIRKYQKSTELVIRKLPFQRLVREIAQDFK--TDLRFQSQAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
1708109|Chlamydomonas_reinhard ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KTPA----TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSQAVVALQEAAEAYLVG-LFEDTNLCAITAKRVTIMPKDIQLARRIRGERA-----------   135
6006731|Mastigamoeba_balamuthi ---------------MARTKQTARKSTG----GKAPRKAVAT------------K-AR--------KTAPPV---GGVKKPHRFRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIAALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
    31196267|Anopheles_gambiae ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
          70746|Xenopus_laevis ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
        70745|Ictiobus_bubalus ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
     70744|Oncorhynchus_mykiss ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
     70743|Poroderma_africanum ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   135
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   27923453|Orxines_macklottii ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAA--------RKSAPA---TGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   118
       4574208|Tortula_ruralis -----------------------------------AR---AT------------KAAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA-----------   117
      12745587|Gibberella_zeae ----------------------GRRSTG----GKAPRKQLAS------------KVA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQSKD-----------------------   117
          27923493|Medaura_sp. -----------------GTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   117
    27923485|Carausius_morosus -----------------GTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   117
   27923463|Aretaon_asperrimus -----------------GTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   117
    27923503|Eurycnema_goliath ------------------TKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   116
27923491|Baculum_extradentatum ------------------TKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   116
       27923483|Neohirasea_sp. ------------------TKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   116
     1731925|Anopheles_gambiae -----------------RTKQTARKSTG----GKAPRKQLAR------------KAA--------RKSAPA---TGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   115
           34013738|Caenis_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDLK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
     34013740|Anthopotamus_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
  34013768|Battigrassiella_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
        34013766|Thermobia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
      34013764|Cerconychia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
  34013762|Malenka_californica ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
      34013760|Ellipes_minutus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
34013758|Paratettix_cucullatus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
          34013756|Anax_junius ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
  34013754|Hetaerina_americana ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
   34013752|Libellula_saturata ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
34013750|Calopteryx_aequabilis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
   34013746|Leptohyphes_apache ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
34013744|Paramaletus_columbiae ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
         34013742|Ameletus_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
       34013736|Heptagenia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
        34013734|Isonychia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
         34013732|Baetisca_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
34013730|Coloburiscus_humerali ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
34013726|Lachlania_saskatchewa ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
     34013724|Ametropus_neavei ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
  34013722|Metretopus_borealis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
     34013720|Analetris_eximia ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
           34013718|Baetis_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
34013716|Drunella_coloradensis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
     34013714|Notoligotoma_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
     34013712|Hypogastrura_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
         34013710|Machilis_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
         34013708|Machilis_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   115
         50907941|Oryza_sativa ----------------------MQAA------------------------------AR--------KSAPCI---GGVKKPHRYRPG-TVALREIRKYQKNTELLIRKLPFQRLVREIAQLFK--HDMRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHSKRVTIMSKDVQLARRIRGERL-----------   115
      12745585|Gibberella_zeae ------------------------RSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQSK------------------------   114
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    3219790|Stylonychia_lemnae -------------------------QTG----AKAPRKALAN------------KAAR--------KT--APAD-GGVKKPHRFRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIASDYK--SDLRFQSSAVAAIQEAAEAYMVG-LFEDTNLCAIHAGRVTIMP-------------------------   112
     4761212|Squalus_acanthias ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   112
      12745583|Gibberella_zeae -----------------------RRSTG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTI---------------------------   112
   27923479|Gratidia_hispidula ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   112
41056334|Cephalosporium_gramin -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVEAYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
41056375|Gaeumannomyces_gramin -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
41056364|Gaeumannomyces_gramin -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
41056360|Gaeumannomyces_gramin -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
41056356|Gaeumannomyces_cylind -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
41056344|Gibberella_moniliform -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
  41056340|Acremonium_strictum -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
41056332|Cephalosporium_maydis -------------------------STG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   112
 1870700|Psammechinus_miliaris ---------------MARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRFRPG-TVALREIRRYQKSTELLIRKLPFQRLIREIAQDFK--TELRFQSSAVLALQEASEAYLVG-LFEDTNLC------------------------------------   111
   27923513|Phobaeticus_heusii -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   111
 50897612|Aulostomus_maculatus --------------------ARKSNLEA-----KAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVSEIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
      53828133|Lophyraspis_sp. ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
    53828131|Flexamia_areolata ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
53828129|Guayaquila_gracilicor ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
    53828127|Gerridius_fowleri ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
   53828123|Deiroderes_inermis ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
53828111|Pauropsalta_corticinu ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
53828109|Froggattoides_typicus ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
 53828107|Cephisus_siccifolius ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
53828105|Mahanarva_costaricens ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
           53828099|Epipyga_n. ---------------------TARKSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
53828095|Philaenus_maghresignu ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
         53828091|Zulia_vilior ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
    53828087|Prosapia_bicincta ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
      53828075|Aphrophora_alni ---------------------TARKSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
 53828063|Aetalion_reticulatum ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   111
30139740|Amphiporus_lactiflore ----------------------VRKSTG----GKAPSKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVGALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140276|Poseidonemertes_colla ----------------------VRKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140264|Nemertellina_yamaokai ----------------------VRKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140280|Nectonemertes_mirabil ----------------------ARXSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140292|Parborlasia_corrugatu ----------------------XRKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKXPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
   30140298|Hubrechtella_dubia ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKQ------------------------------   110
     30140414|Paranemertes_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  30140416|Poseidonemertes_sp. ----------------------XRKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  30140418|Tetrastemma_elegans ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVAXREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  30140420|Tetrastemma_wilsoni ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRXQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140426|Protopelagonemertes_s --------------------ARKSX--G----GKAXRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140432|Ramphogordius_sanguin ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNXCAIHAKR------------------------------   110
  30140434|Riserius_pugetensis ----------------------ARKSTG----GKAPRKQLAT------------KAA--------RKSAPA---TGGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDXBLCAIHAKR------------------------------   110
37812419|Schizoparme_straminea ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   110
       37812417|Pilidiella_sp. ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   110
       37812415|Pilidiella_sp. ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTIQS-------------------------   110
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          56089767|Bedotia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
          56089765|Bedotia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
          56089763|Bedotia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
          56089761|Bedotia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
          56089759|Bedotia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
    56089757|Rheocles_wrightae ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     56089755|Rheocles_vatosoa ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
   56089753|Rheocles_lateralis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
 56089749|Rheocles_alaotrensis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     56089747|Bedotia_tricolor ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
      56089745|Bedotia_masoala ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     56089743|Bedotia_marojejy ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
56089741|Bedotia_madagascarien ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  56089739|Bedotia_longianalis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
        56089735|Bedotia_geayi ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     50897777|Kuhlia_rupestris ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
    50897775|Haemulon_plumieri ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
50897773|Hoplolatilus_purpureu ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     50897771|Perca_flavescens ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
50897769|Etheostoma_blennioide ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     50897754|Morone_saxatilis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     50897610|Pegasus_volitans ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
50897602|Hoplostethus_mediterr ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
       53828137|Tangia_viridis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
          53828121|Scolops_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
53828119|Nothodelphax_gillette ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
53828115|Tettigarcta_tomentosa ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
            53828103|Evexus_n. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
53828073|Lepyronia_coleoptrata ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
 30139734|Amphiporus_angulatus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140440|Tubulanus_sexlineatus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  30140438|Tubulanus_rhabdotus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140436|Procephalotrix_spiral ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140300|Procephalothrix_simul ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
   30140290|Micrura_alaskensis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
       30140288|Lineus_bicolor ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
 30140286|Lineus_alborostratus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
    30140430|reptant_nemertean ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
    30140428|reptant_nemertean ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140282|Phallonemertes_murray ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140424|Zygonemertes_virescen ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
 30140422|Zygonemertes_simonae ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140274|Paranemertes_sanjuane ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  30140270|Pantinonemertes_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140268|Nipponemertes_bimacul ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140266|Nemertopsis_bivittata ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
  30140262|Poseidonemertes_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
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  30140260|Malacobdella_grossa ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140258|Gurjanovella_littoral ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
 30140256|Emplectonema_gracile ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140254|Emplectonema_buergeri ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
 30140296|Carinoma_tremaphoros ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
   30140294|Carinoma_mutabilis ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30140284|Cerebratulus_marginat ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30139738|Amphiporus_imparispin ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
30139736|Amphiporus_formidabil ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   110
     4883743|Pauropodinae_gen. -----------------------RKSTG----GKAPRKQLAT------------KAG--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLXFQSSAVMALQEXSEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      4883744|Epicyliosoma_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLWAIHAKR------------------------------   109
     4883745|Unixenus_mjobergi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKL------------------------------   109
     4883747|Nipponentomon_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LSEDTNLCAIHAKR------------------------------   109
       4883748|Archisotoma_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTEFLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      4883752|Atalophlebia_sp. -----------------------SKSTG----GKAPRKQFAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
4883753|Hutchinsoniella_macrac -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEXTNLCAIHAKR------------------------------   109
        4883759|Kempina_mikado -----------------------RKFDG----GKALRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
4883760|Ammothella_biunguicula -----------------------RKSSG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTXXCAIXAKR------------------------------   109
             4883763|Atrax_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKK------------------------------   109
  4883756|Triops_australiensis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKK------------------------------   109
21238540|Lepthyphantes_minutus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEAXEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    21326929|Diaporthe_ambigua --------------------------TG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTI---------------------------   109
21326927|Chrysoporthe_cubensis --------------------------TG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTI---------------------------   109
21326907|Cryphonectria_parasit --------------------------TG----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKRVTI---------------------------   109
    27923517|Agathemera_crassa ----------------ARTKQTARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNS-------------------------------------   109
30725214|Phascolosoma_granulat -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQXLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
30725238|Cleosiphon_aspergillu -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQTSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086766|Rugathodes_sexpunctat -----------------------RKSTG----SKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLMREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  33086772|Steatoda_bipunctata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELVIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEDSEAYLVG-LFEDTNLCAMHAKR------------------------------   109
 33086784|Tidarren_sisyphoides -----------------------SKSTG----GKAPSKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKK------------------------------   109
38505229|Lepidopleurus_cajetan -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607220|Chaetoderma_nitidulum -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607210|Acanthopleura_granula -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607208|Sypharochiton_pellise -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
  38607206|Liolophura_japonica -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
  38607204|Rhyssoplax_olivacea -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
   38607202|Katharina_tunicata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
      38607198|Mopalia_muscosa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607192|Callistochiton_antiqu -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607186|Ischnochiton_australi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
  38607184|Ischnochiton_rissoi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
 38607182|Ischnochiton_comptus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607180|Ischnochiton_elongatu -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607176|Chaetopleura_apiculat -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
38607174|Chaetopleura_angulata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
      38607172|Tonicia_lineata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
    38607170|Tonicia_lamellosa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
  38607162|Leptochiton_asellus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASESYLVG-LFEDTNLCAIHAKR------------------------------   109
      38505231|Rhabdus_rectius -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEXTNLCAIXAKR------------------------------   109
        38505239|Limaria_hians -----------------------RKSTG----GKXPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 38505252|Dreissena_polymorpha -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      38505247|Abra_prismatica -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
          38505246|Ensis_ensis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   38505245|Capsella_variegata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     38505244|Myrtea_spinifera -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   38505243|Cardita_calyculata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
38505242|Neotrigonia_margarita -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    38505241|Mimachlamys_varia -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     38505240|Pecten_jacobaeus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       38505237|Mytilus_edulis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      38505236|Yoldia_limatula -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       38505235|Nuculana_pella -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       38505234|Nucula_sulcata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        38505233|Solemya_velum -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
          55667996|Mnais_nawai -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
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    21238546|Orsonwelles_malus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    21238544|Labulla_thoracica -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
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40796003|Branchiostoma_lanceol -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
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    45545268|Plistospilota_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
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        45545254|Orthodera_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545252|Tamolanica_denticulat -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     45545244|Anamiopteryx_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    45545242|Melliera_brevipes -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545240|Phyllovates_chloropha -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545238|Tenodera_australasiae -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  45545236|Stagmomantis_vicina -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     45545232|Paraoxypilus_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  45545228|Tamolanica_tamolana -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        45545226|Hierodula_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545222|Pseudocreobotra_occel -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545220|Choeradodis_rhombicol -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545218|Sphodromantis_lineola -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  45545216|Vates_pectinacornis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545214|Sphodromantis_viridis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545210|Phyllocrania_paradoxa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  45545208|Hymenopus_coronatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   45545206|Mantoida_schraderi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545204|Paraoxypilus_tasmanie -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  45545202|Gongylus_gongylodes -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     45545200|Chrysomantis_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       45545198|Acromantis_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     45545194|Mantis_religiosa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
45545190|Cryptocercus_punctula -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        45545188|Blattidae_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   15986567|Homarus_americanus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   15986563|Locusta_migratoria -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
15986557|Carcinoscorpius_rotun -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   15986555|Limulus_polyphemus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
          4883761|Equitius_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
4883750|Allomachilis_froggarti -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       4883742|Hanseniella_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
4883735|Euperipatoides_leuckar -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353903|Heterosaccus_californ -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    41353901|Sacculina_carcini -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    41353899|Ibla_quadrivalvis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353895|Litoscalpellum_regina -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    41353893|Capitulum_mitella -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 41353891|Pollicipes_polymerus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353889|Pollicipes_pollicipes -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  41353885|Catomerus_polymerus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353883|Chamaesipho_tasmanica -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353881|Notochthamalus_scabro -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     41353879|Jehlius_cirratus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353877|Chthamalus_bisinuatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353875|Chthamalus_challenger -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  41353873|Chthamalus_montagui -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 41353871|Chthamalus_stellatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  41353869|Tetraclita_japonica -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  41353867|Tetraclita_squamosa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353865|Tetraclitella_purpura -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 41353863|Tetraclitella_divisa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      41353861|Elminius_kingii -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    41353859|Elminius_modestus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353857|Austromegabalanus_psi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 41353855|Megabalanus_spinosus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353853|Megabalanus_californi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353851|Megabalanus_tintinnab -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  41353849|Menesiniella_aquila -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   41353847|Balanus_perforatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      41353845|Balanus_balanus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 41353843|Semibalanus_cariosus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
41353841|Semibalanus_balanoide -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
     41353839|Balanus_glandula -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
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     41353837|Balanus_crenatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086782|Thymoites_unimaculatu -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       33086780|Thwaitesia_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    33086778|Theridion_varians -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  33086776|Theridion_grallator -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  33086770|Spintharus_flavidus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
       33086768|Anelosimus_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086762|Rhomphaea_metalissima -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   33086760|Pholcomma_hirsutum -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   33086758|Nesticodes_rufipes -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   33086756|Argyrodes_trigonum -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 33086754|Neottiura_bimaculata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
  33086752|Latrodectus_mactans -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
         33086750|Helvibis_cf. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086748|Argyrodes_chickeringi -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   33086746|Episinus_angulatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 33086744|Enoplognatha_caricis -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086742|Trigonobothrys_mustel -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
          33086740|Dipoena_cf. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
         33086738|Keijia_mneon -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
          33086736|Chrysso_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      33086734|Chrosiothes_cf. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    33086732|Cerocida_strigosa -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   33086730|Ariamnes_attenuata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
 33086728|Argyrodes_argentatus -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
   33086726|Anelosimus_eximius -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        33086724|Ameridion_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086722|Achaearanea_tepidario -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086720|Theridiosoma_gemmosum -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
33086718|Tetragnatha_mandibula -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        33086716|Synotaxus_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
            33086714|Pimoa_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
         33086712|Nesticus_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
          33086710|Mysmena_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      33086708|Alaranea_merina -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
    33086706|Argiope_argentata -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        38607262|Sepia_elegans -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
        38607258|Loligo_pealei -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
      38607256|Octopus_joubini -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   109
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       16118803|Noetia_olssoni --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
      16118801|Arca_ventricosa --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
     16118799|Barbatia_gradata --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
     16118797|Barbatia_plicata --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
 16118795|Barbatia_domingensis --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
        16118791|Arca_pacifica --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
       16118789|Arca_mutabilis --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
       16118787|Arca_imbricata --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
    16118785|Barbatia_reeveana --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
     16118783|Barbatia_candida --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
       16118781|Anadara_adamsi --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
   16118779|Anadara_chemnitzii --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
          16118777|Anadara_nux --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
   16118775|Anadara_transversa --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
       16118773|Anadara_ovalis --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
      16118771|Anadara_similis --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
  16118769|Anadara_tuberculosa --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
      16118767|Anadara_grandis --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
           16118823|Arca_zebra --------------------------TG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   108
   30140278|Pelagonemertes_sp. ------------------------ESTG----SKAXRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   108
50897614|Dactylopterus_volitan ----------------------ARKSTG----GKAPSKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALXEIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHX--------------------------------   108
50897626|Trachyscorpia_cristul ------------------------KSTG----GKXPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   108
 50897655|Aploactisoma_milesii ------------------------KSTG----GKSSRKQLAT------------KAA--------RXSAPXT---GGVKKPHRYRPG-TVALREIRXYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   108
50897741|Cottunculus_thomsonii ------------------------KSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   108
50897651|Gymnapistes_marmoratu ------------------------KSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   108
     50897645|Pterois_volitans ------------------------KSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   108
53828069|Neophilaenus_lineatus ------------------------KSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   108
        45545186|Blattidae_sp. ------------------------KSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   108
 53828093|Clastoptera_testacea ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   108
   53828077|Clastoptera_obtusa ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   108
4883749|Tricholepidion_gertsch -------------------------FTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   107
    4883754|Lasionectes_exleyi -----------------------RXSTG----GKAPRKQLAT------------KAXR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   107
         37654352|Homo_sapiens ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVN-LFEDTNLCAIHAKRVTIMP-------------------------   107
37654356|Oryctolagus_cuniculus ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPS-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLLFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   107
       37654360|Hydra_vulgaris ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   107
         37654350|Mus_musculus ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   107
    37654362|Sepia_officinalis ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   107
37654358|Drosophila_melanogast ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   107
   37654354|Ciona_intestinalis ----------------------------------APRKQLAT------------KAAR--------KSAPST---GGVKKPHRYRPG-TVALREIRRYQKSTELLVRKLPFQRLVREIAQDFK--TDLRFQSAAIGALQEASEAYLVG-LFEDTNLCAIHAKRVTIMP-------------------------   107
50897616|Helicolenus_dactylopt ----------------------ARKSTG----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDXK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIH---------------------------------   107
     50897701|Cottus_carolinae -------------------------STG----GKAPRKQLAT------------KAA--------RKSAPXT---GGVKKPHRYXPG-TVALREIRRYQKSTELLIXKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LXEDTNLCXIHAKR------------------------------   107
50897733|Nautichthys_pribilovi -------------------------STG----GKAPGKQLAT------------KAA--------RKSAPAT---GGVKKPXRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   107
  50897779|Cirrhitus_rivulatus -------------------------STG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   107
50897955|Margaritifera_falcata -------------------------STG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   107
  53828089|Clastoptera_brunnea ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIH---------------------------------   107
  53828071|Clastoptera_proteus ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIH---------------------------------   107
  53828125|Neolieftinckana_sp. ------------------------KSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAK-------------------------------   107
 4883734|Oroperipatus_corrodai ------------------------KSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAK-------------------------------   107
 4883733|Tasmanipatus_barretti -------------------------STG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQLLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAK-------------------------------   106
  4883740|Allothereua_maculata ------------------------XLTG----GKAPRKQLAT------------KAAR--------KXAPAT---GXVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   106
         53828085|Liorhina_sp. ------------------------KSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   106
  53828113|Tettigarcta_crinita ---------------------TARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCA-----------------------------------   106
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4883736|Craterostigmus_tasmani -------------------------STG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQXSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   105
 4883739|Lithobius_sydneyensis ---------------------------G----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTEFLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKG------------------------------   105
           4883755|Nebalia_sp. -------------------------IDG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   105
 5918753|Fusarium_proliferatum ---------------------------G----GKAPRKQFAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
12957228|Fusarium_subglutinans ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIXAKR------------------------------   105
 27923511|Oncotophasma_martini ---------------------------------KAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   105
29421778|Fusarium_subglutinans ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALXESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
29421788|Fusarium_subglutinans ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
 5918755|Fusarium_proliferatum ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
  5918741|Gibberella_fujikuroi ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
      5918737|Fusarium_nygamai ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
  5918735|Gibberella_circinata ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
    5918714|Fusarium_oxysporum ---------------------------G----GKAPRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   105
        38505238|Ostrea_edulis ---------------------------G----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   105
   50897801|Salarias_fasciatus ---------------------------G----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   105
      15986565|Balanus_balanus ---------------------------G----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   105
50897638|Scorpaenopsis_macroch ---------------------------G----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHXYRXG-TVALREIRRYQKSTELLIRKLPFQRLVRDIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   105
50897765|Plectranthias_kellogg ---------------------------G----GKAPRXQLAT------------KAA--------RKSAPXT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   105
      50897797|Trachinus_draco ---------------------------G----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   105
    50897763|Hemanthias_leptus ---------------------------G----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   105
 50897715|Microcottus_sellaris ---------------------------G----GKAPRKQLAT------------KAA--------RKSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   105
       34013728|Polyplocia_sp. ----------------------ARKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDIX--------SC----------------------------   104
        34013748|Chaquihua_sp. -----------------KQLAT--------------------------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVTXMP-------------------------   104
  53828097|Aeneolamia_contigua --------------------------------GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   104
     45545246|Anamiopteryx_sp. --------------------------------GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   104
15986561|Periplaneta_americana --------------------------------GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   104
    4883737|Schizoribautia_sp. ---------------------------G----GKAPRKQMAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHA--------------------------------   103
27923459|Ctenomorphodes_briare -----------------------------------PRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKRVT----------------------------   103
      53828083|Cosmoscarta_sp. ------------------------KSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCA-----------------------------------   103
      4883758|Branchinella_sp. ---------------------------G----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIH---------------------------------   102
 38505232|Haliotis_tuberculata ----------------------------------IPEKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   102
  45545196|Tenodera_aridifolia ----------------------------------APRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   102
       45545292|Cliomantis_sp. -----------------------RKSTG----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNL-------------------------------------   102
29421762|Fusarium_subglutinans -----------------------------------PRKQLAS------------KAA--------RKSAPS---TGGVKKPHRYKPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--SDLRFQSSAIGALQESVESYLVS-LFEDTNLCAIHAKR------------------------------   101
   33086764|Robertus_neglectus -----------------------------------PRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAIHAKR------------------------------   101
   50897634|Scorpaena_plumieri -----------------------------------PXXXLAT------------XXAR--------KXAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQESSEAYLVG-LFEDTNLCAIHAKR------------------------------   101
        53828117|Pintalia_alta ---------------------------G----GKAPRKQLAT------------KAAR--------KSAPAT---GGVKKPHRYRPG-TVALREIRRYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSSAVMALQEASEAYLVG-LFEDTNLCAI----------------------------------   101
34101304|Amphicarpaea_bracteat -------------------------------------------------------AAR--------KSAP-T--TGGVKKPHRYRPG-TVALREIRKYQKSTELLIRKLPFQRLVREIAQDFK--TDLRFQSHAVLALQEAAEAYLVG-LFEDTNLCAIHAKRVTIMPKA-----------------------   100
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